ARTICLE INFO E. coli infections in avian species are an economic threat to the poultry industry worldwide. The spread of MDR bacteria has been recognized as an increasing problem in the veterinary and medical fields. The current study aimed to investigate the phenotypic and genotypic antimicrobial patterns of avian Pathogenic E. coli isolated from broiler chickens. Results of in-vitro antimicrobial susceptibility testing showed that E. coli isolates were more sensitive to imipenem only (72.4%). On the other hand, they were highly resistant to most of used antimicrobials including ciprofloxacin (95.9%), amikacin (94.9%), cefotaxime sodium (92.9%), gentamicin (89.9%), cefotriaxone (89.9%), topramycin (87.8%), sulphamethoxazole/trimethoprime (85.7%), ceftazidim (84.7%). Also, they were resistant to cefoprazone (79.9%), doxycycline (72.4%) and amoxycillin/clavulinic acid (69.4%). All the tested isolates of E. coli (100%) were multi drug resistant (MDR). PCR was applied on 15 MDR E. coli isolates to determine 4 genes responsible for antibiotic resistance included ampC, bla CTX , bla SHV and tetA (A). The results revealed that that ampC and bla CTX genes were the most prevalent found in all isolates (100%) while tetA (A) and bla SHV genes were harbored in 14 isolates (93.3%).
Introduction
Avian Pathogenic Escherichia coli (APEC) causing avian colibacillosis which is an infectious disease of birds and considered one of the principal causes of morbidity and mortality and resulting in heavy economic losses for the poultry industry ( Although antimicrobials are valuable tools to treat clinical disease and to maintain healthy and productive birds, antimicrobial drug use in livestock production has been implicated as a risk factor in the development and dissemination of drug resistance from livestock production farms (Gosh and LaPara, 2007). Food animals and their production environments are reservoirs of both resistant bacteria and resistance genes that could be transferred to humans either by direct contact between animals and humans or indirectly via the food production chain (WHO, 2011); or as a result of the spread of animal waste on land (Heuer and Smalla, 2007). Therefore, the appropriate antibiotic should better be selected on the basis of its sensitivity which could be detected by laboratory examination.
The purpose of this study was to investigate the phenotypic and genotypic antimicrobial patterns of avian Pathogenic E. coli isolated from broiler chickens.
MATERIAL AND METHODS
2.1. The tested E. coli isolates. 
Ninety eight

DISCUSSION
E. coli infections in avian species are an economic threat to the poultry industry worldwide (Antao et al., 2008) . APEC isolates are associated with extraintestinal disease in chickens, turkeys, and other avian species. Colisepticaemia is the most severe manifestation of colibacillosis in poultry, which is characterized by the presence of pericarditis, perihepatitis, air sacculitis, and salpingitis. Primary infection is most commonly via the respiratory tract and is usually secondary to a mycoplasma or viral infection (Ramirez et al.,
2009).
Antimicrobial therapy is one of the primary control for reducing both the incidence and mortality associated with avian colibacillosis therefore reducing their enormous losses in the poultry industry (Blanco et al., 1997) . However, resistance to existing antimicrobials is widespread and of concern to poultry veterinarians (Peighambari et al., 1995) . Invitro antimicrobial susceptibility testing of veterinary pathogens can provide valuable guidance to the veterinarian in the choice of appropriate chemotherapy (Blanco et al., 1997) . Moreover, it is very useful to detect the multidrug resistant isolates.
In the present work, all the recovered E. coli isolates (n=98) were subjected to in-vitro antimicrobial sensitivity tests against 12 different antimicrobial drugs to detect the drug of choice for treatment as well as to detect MDR isolates for further analyses of the isolates. The results of antibiogram of E. coli isolates showed that sensitivity was observed against imipenem only (72.4%). On the contrary, high resistances were observed against most of antimicrobials Table 3& 4) revealed that that ampC and bla CTX genes were the most prevalent found in all isolates (100%) followed by tetA(A) and bla SHV genes which were harbored in 14 (93.3%).
CONCLUSION
It was concluded that colibacillosis is one of the most important diseases of chickens, resulting in significant losses. The presence of multidrug resistance pathogens occurred due to the misuse of the antibiotics and is considered a great problem.
